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cDNA Libraries for EST Sequencing
Isolate E. coli colonies 
containing CHO cDNAs

Isolate mRNA from CHO Cells 
or Chinese Hamster Tissues

Construct cDNA Libraries High-Throughput EST 
Sequencing 

Print cDNA Microarrays

Proteomics
mass spectrometry

Resources for Gene Expression Analysis
Applications of cDNA Libraries and EST Sequencing
- A quick and affordable alternative to whole genome 

sequencing
- Captures the expressed fraction of the genome (mRNA)
- Cloned cDNAs can be used as probes (printing DNA 

microarrays)
- Sufficient sequence information for many informatics-based 

research tools (including oligo based microarrays)

Workflow for cDNA Library Construction, EST Sequencing, and Microarray

Current Status of cDNA Libraries and EST Sequencing
Total of Five cDNA Libraries
- Three CHO Cell Line Libraries

- Four CHO cell lines
- Parental (DXB11 and DG44) 

and recombinant cell lines
- Varied culture conditions and 

treatments
- Two Chinese hamster tissue libraries

- Chinese hamster brain
- Chinese hamster Spleen 63.1%Overall Redundancy

16,136**Unique Sequences **

7,473Number of Contigs

8,663Number of Singlets

43,6799,25611,68822,735

Sequences in Final Assembly 
(Excluding Chimeric Sequences 
and Mitochondrial Genome 
Sequences)

46,3909,63412,59024,166Nuclear Genome Transcripts

4,3678461,0252,496Mitochondiral Genome Transcripts

50,75710,48013,61526,662Total High Quality ESTs (>100bp)

TotalBrain LibrarySpleen LibraryCell Line LibrariesSequence Description
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